
^Table 1. "^^^tr^^ 
Alignment of human Slit-1 (SEQ ID NO:02), human Slit-2 (SEQ ID NOS:03-06), Drosophila 
Slit-1 (SEQ ID NO:07), C. elegans SUM (SEQ ID NOS:08-09), mouse Slit-2 (SEQ ID NOS:10- 
1 1) and mouse Slit-1 (SEQ ID NOS: 12-14). 
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